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Methods 

Results 

How Does Antibiotic Resistance Spread? 
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There are three different aspects when talking about antibiotic resistance and 
each brings their own research. 

 Number of antibiotic resistance gene positives 0-3” = 91  3-6” = 89 

Conclusion 
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100%  
All the Organic Farms 
tested had at least 1 
antibiotic resistance 

gene present. 

The most 
common 
antibiotic 
resistance 
genes present 
were tet(G) 
and tet(Q) 

91 vs 89 
There is no significant 

difference between the 2 
different depths. 
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Antibiotic Resistance Gene 

Number of Cores (n=99) Displaying Resistance 
for Each AR Gene 


